Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.123; data-to-parameter ratio = 12.4.
In the structure of the title compound, C 20 H 16 N 4 ÁCH 4 O, the aniline ring forms dihedral angles of 89.9 (2) and 85.4 (2) with the benzimidazole and benzene rings, respectively. The orientation of the aniline ring is mainly determined by strong hydrogen bonds between the amino group and the non-fused quinazoline N atom. Intermolecular hydrogen bonds of the N-HÁ Á ÁN-HÁ Á ÁN type along [010] and the N-HÁ Á ÁO-HÁ Á ÁN type along [100] are formed, resulting in C 2 2 (4) and C 2 2 (10) descriptors, respectively, on a binary level of graph-set analysis. There are C-HÁ Á Á contacts with HÁ Á Á distances of 2.44 Å ; however, no -stacking is observed.
Related literature
For the synthesis of quinazolines, see: Kubicova et al. (2003) ; Niementowski (1895) . For the conformation, see: Cuny et al. (1980); Williamson (1957) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
In the present work the structure of 2-(2,3,5,6-tetrahydrobenzimidazo[1,2-c]quinazolin-5-yl)benzenamine (Figure 1 ) has been determined to explore its suitability as a bidentate ligand for various metal ions. In the structure the quinazoline ring adopts a chair conformation: atoms C7, C8, C13, N2 and N3 are coplanar, with atom C14 departing from the plane by 0.2391 Å . The orientation of the aniline ring is mainly determined by a series of hydrogen-bonds between NH 2 and NH groups, and between the phenylamino group and the quinazoline nitrogen ( Figure 1 and Table 1 ). This ring makes dihedral angles (Table   1 ) resulting in a C 2 2 (4) descriptor and a C 2 2 (10) descriptor on a binary level of graph set analysis, respectively. C-H···π contacts with H···Cg distances of 2.44 Å are presnt in the structure (Cg is the centre of gravity of ring C1 -C6); however, no π-stacking is observed.
Experimental
All chemicals used (reagent grade) were commercially available. A mass of 1.22 g (0.010 mol) of 2-aminobenzaldehyde was dissolved in methanol (50 cm 3 ), and 2.09 g (0.010 mol) of 2-(2-aminophenyl)-1-benzimidazole was added with stirring.
The mixture was heated under reflux for 2 h, then cooled to room temperature and filtered. 
Refinement
All H atoms bonded to C atoms were calculated in idealized position and refined as riding on their parent atoms with U iso (H) values of 1.2 U eq (C). All H atoms bonded to N and O atoms were refined freely with individual U iso (H) values.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the title compound (anisotropic displacement ellipsoids drawn at the 50% probability level). Hydrogen bonds determining the conformational arrangement of the analine rings are also shown. Symmetry codes: (i): x, y+1, z; (ii) x+1, y, z. 
